SEQUENCE LISTING 



< 110 > 


Proteopharma ApS 


<120> 


Apolipoprotein >analogues 


<130> 


P 459 PC00 \ 


<150> 


DK PA 2000 01682 \ 


<151> 


2000-11-10 \ 


<150> 


DK PA 2001 00057 \ 


<151> 


2001-01-15 \ 


<150> 


US 60/264,022 \ 


<151> 


2001-01-26 \ 


<160> 


14 


<170> 


Patentln version 3.1 


<210> 


1 


<211> 


243 


<212> 


PRT 


<213> 


Homo sapiens 


<400> 


1 



Asp Glu Pro Pro Gin Ser Pro Trp Asp Arb Val Lys Asp Leu Ala Thr 
1 5 10\ 15 



Val Tyr Val Asp Val Leu Lys Asp Ser Gly Arg Asp Tyr Val Ser Gin 
20 25 \ 30 



Phe Glu Gly Ser Ala Leu Gly Lys Gin Leu 
35 40 



Leu Lys Leu Leu Asp 
45 



Asn Trp Asp Ser Val Thr Ser Thr Phe Ser Lys 
50 55 



leu Arg Glu Gin Leu 



Gly Pro Val Thr Gin Glu Phe Trp Asp Asn Leu 
65 70 75 



^Lys Glu Thr Glu 
80 



Gly Leu Arg Gin Glu Met Ser Lys Asp Leu Glu Glu 
85 90 



Lys Ala Lys 
95 



Val Gin Pro Tyr Leu Asp Asp Phe Gin Lys Lys Trp Gin Guu Glu Met 
100 105 13 



Glu Leu Tyr Arg Gin Lys Val Glu Pro Leu Arg Ala Glu Leu Gin Glu 
115 120 125 \ 



Gly Ala Arg Gin Lys Leu Mis Glu Leu Gin Glu Lys Leu Ser Pro Leu 
130 ftB5 140 



Gly Glu Glu Met Arg Asp Ard Ala Arg Ala His Val Asp Ala Leu Arg 
145 150 \ 155 160 



Thr His Leu Ala Pro Tyr Ser Afep Glu Leu Arg Gin Arg Leu Ala Ala 
165 \ 170 175 



Arg Leu Glu Ala Leu Lys Glu AsA Gly Gly Ala Arg Leu Ala Glu Tyr 
180 \ 185 190 



His Ala Lys Ala Thr Glu His Leul Ser Thr Leu Ser Glu Lys Ala Lys 
195 200 205 



Pro Ala Leu Glu Asp Leu Arg Gin 
210 215 



Phe Lys Val Ser Phe Leu Ser Ala 
225 230 



Gly Leu Leu Pro Val Leu Glu Ser 
220 



Leu Glu Glu Tyr Thr Lys Lys Leu 
235 240 



Asn Thr Gin 



<210> 2 

<211> 244 

<212> PRT 

<213> Homo sapiens 



<220> 
<221> 
<222> 
<223> 



MIS COFEATURE 
(1) . - (1) 
N-terrainal Cys 



<220> 
<221> 
<222> 
<223> 



MIS C_FEATURE 
(2) . . (244) 
Amino acid no 25 to 267 froml human 



Apo Al 



<400> 



Cys Asp Glu Pro Pro Gin Ser Pro Trp 
1 5 



^sp Arg Val Lys Asp Leu Ala 
io 15 



Thr Val Tyr Val Asp Val Leu Lys Asp Ser Gly Arg Asp Tyr Val Ser 
20 25 \ 30 



Gin Phe Glu Gly Ser Ala Leu Gly Lys Glnt Leu Asn Leu Lys Leu Leu 



35 



45 



Asp Asn Trp Asp Ser Val Thr aer Thr Phe Ser Lys Leu Arg Glu Gin 
50 55 I 60 



Leu Gly Pro Val Thr Gin Glu Phe Trp Asp Asn Leu Glu Lys Glu Thr 
65 70 1 75 80 



Glu Gly Leu Arg Gin Glu Met Ser Lys Asp Leu Glu Glu Val Lys Ala 
85 \ 90 95 



Lys Val Gin Pro Tyr Leu Asp Asp| Phe Gin Lys Lys Trp Gin Glu Glu 
100 I 105 110 



Met Glu Leu Tyr Arg Gin Lys Vail Glu Pro Leu Arg Ala Glu Leu Gin 
115 120 1 125 



Glu Gly Ala Arg Gin Lys Leu His Glu Leu Gin Glu Lys Leu Ser Pro 
130 135 I 140 



Leu Gly Glu Glu Met Arg Asp Arg AlLa Arg Ala His Val Asp Ala Leu 
145 150 I 155 160 



Arg Thr His Leu Ala Pro Tyr Ser Asp Glu Leu Arg Gin Arg Leu Ala 
165 1 170 175 



Ala Arg Leu Glu Ala Leu Lys Glu Asnl Gly Gly Ala Arg Leu Ala Glu 
180 185l 190 



Tyr His Ala Lys Ala Thr Glu His Leu feer Thr Leu Ser Glu Lys Ala 
195 200 I 205 



Lys Pro Ala Leu Glu Asp Leu Arg Gin dLy Leu Leu Pro Val Leu Glu 
210 215 1 220 



Ser Phe Lys Val Ser Phe Leu Ser Ala Leu Glu Glu Tyr Thr Lys Lys 
225 230 \ 235 240 



Leu Asn Thr Gin 



<210> 3 

<211> 301 

<212> PRT 

<213> Homo sapiens 



3 



<220> 

<221> misc_f eature 

<222> {1) . . (58) 

<223> Trimerisation 



<220> 

<221> MIS C_FEATURE 

<222> (59) . . (301) 

<223> Mature Apo Al 



module from tetranectin 



<400> 3 



Ser Pro Gly Thr Glu Pro 
1 5 



tPro Thr Gin Lys Pro Lys Lys lie Val Asn 
10 15 



Ala Lys Lys Asp Val Val Asn Thr Lys Met Phe Glu Glu Leu Lys Ser 
20 \ 25 30 



Arg Leu Asp Thr Leu Ala 
35 



Gln\ Glu Val Ala Leu Leu Lys Glu Gin Gin 
140 45 



Ala Leu Gin Thr Val Ser Leu iWs Gly Ser Asp Glu Pro Pro Gin Ser 
50 55 I 60 



Pro Trp Asp Arg Val Lys Asp Leii Ala Thr Val Tyr Val Asp Val Leu 
65 70 I 75 80 



Lys Asp Ser Gly Arg Asp Tyr Va 
85 



Ser Gin Phe Glu Gly Ser Ala Leu 
90 95 



Gly Lys Gin Leu Asn Leu Lys Leu Leu Asp Asn Trp Asp Ser Val Thr 
100 | 105 110 



Ser Thr Phe Ser Lys Leu Arg Glu IGln Leu Gly Pro Val Thr Gin Glu 
115 120 \ 125 



Phe Trp Asp Asn Leu Glu Lys Glu Thr Glu Gly Leu Arg Gin Glu Met 
130 135 \ 140 



Ser Lys Asp Leu Glu Glu Val Lys 
145 150 



Ala\ Lys Val Gin Pro Tyr Leu Asp 
155 160 



Asp Phe Gin Lys Lys Trp Gin Glu Glu Met Glu Leu Tyr Arg Gin Lys 
165 l\o 175 



Val Glu Pro Leu Arg Ala Glu Leu Gin Glu\Gly Ala Arg Gin Lys Leu 
180 185 \ 190 



4 



His Glu Leu Gin Glu Lys Leu Ser Pro Leu Gly Glu Glu Met Arg Asp 



195 



200 



Arg Ala Arg Ala His Val Asp Ala 
210 215 



I eu 



205 



Arg Thr His Leu Ala Pro Tyr 
220 



Ser Asp Glu Leu Arg Gin Arg Leu 
225 230 



AfLa Ala Arg Leu Glu Ala Leu Lys 
235 240 



Glu Asn Gly Gly Ala Arg Leu Ala G 
245 



u Tyr His Ala Lys Ala Thr Glu 
250 255 



His Leu Ser Thr Leu Ser Glu Lys Alk Lys Pro Ala Leu Glu Asp Leu 
260 26E 270 



Arg Gin Gly Leu Leu Pro Val Leu Glu Ser Phe Lys Val Ser Phe Leu 
275 280 \ V 285 



Ser Ala Leu Glu Glu Tyr Thr Lys Lys teu Asn Thr Gin 
290 295 \ 300 



<210> 4 

<211> 258 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC__FEATURE 

<222> (1) . . (58) 

<223> Trimerisation module from tetranectin 



<220> 

<221> MIS C_FEATURE 

<222> (59) . . (258) 

<223> Amino acid 68-2 67 from human Apo kl 



<400> 4 

Ser Pro Gly Thr Glu Pro Pro Thr Gin Lys Pri> Lys Lys lie Val Asn 
1 5 10 \ 15 



Ala Lys Lys Asp Val Val Asn Thr Lys Met Phe IGlu Glu Leu Lys Ser 
20 25 \ 30 



Arg Leu Asp Thr Leu Ala Gin Glu Val Ala Leu Deu Lys Glu Gin Gin 
35 40 \ 45 



5 



Ala Leu Gin Thr Val Ser Leu Lys 
50 55 



Trp Asp Ser Val Thr Ser Thr Phe 
65 70 



Gly 



Pro Val Thr Gin Glu Phe Trp Asp ASn Leu Glu Lys Glu Thr Glu Gly 



Ser Leu Lys Leu Leu Asp Asn 
60 



S|er Lys Leu Arg Glu Gin Leu Gly 
75 80 



85 



Leu Arg Gin Glu Met Ser Lys Asp Leu Glu Glu Val Lys Ala Lys Val 
100 106 110 



90 



95 



Gin Pro Tyr Leu Asp Asp Phe Gin Lyi Lys Trp Gin Glu Glu Met Glu 
115 120 I 125 



Leu Tyr Arg Gin Lys Val Glu Pro LeutArg Ala Glu Leu Gin Glu Gly 
130 135 \ 140 



Ala Arg Gin Lys Leu His Glu Leu Gin (klu Lys^Leu Ser Pro Leu Gly 

O 145 150 I 155 160 

Glu Glu Met Arg Asp Arg Ala Arg Ala H|is Val Asp Ala Leu Arg Thr 

s r, 165 1P0 175 



His Leu Ala Pro Tyr Ser Asp Glu Leu A2*g Gin Arg Leu Ala Ala Arg 



180 



185 



190 



Leu Glu Ala Leu Lys Glu Asn Gly Gly Alk Arg Leu Ala Glu Tyr His 
195 200 \ 205 



Ala Lys Ala Thr Glu His Leu Ser Thr Leul Ser Glu Lys Ala Lys Pro 
210 215 \ 220 



Ala Leu Glu Asp Leu Arg Gin Gly Leu Leu Pro Val Leu Glu Ser Phe 
225 230 235 240 



Lys Val Ser Phe Leu Ser Ala Leu Glu Glu 
245 250 



\r Thr Lys Lys Leu Asn 
255 



Thr Gin 



<210> 5 
<211> 301 
<212> PRT 



6 



<213> 



Homo\ sapiens 



<220> 

<221> MISC SEATURE 

<222> (1) . . (58) 

<223> Trimerisation module from tetranectin 



<220> 
<221> MUTAGEN 
<222> (9) . . (9) 



<223> 



<220> 
<221> MUTAGEN 
<222> (15) . . (15) 



<223> 



<220> 

<221> MIS C_FE ATURE 

<222> (59) . . (301) 

<22 3> Apo-AI mature 



<400> 5 



Ser Pro Gly Thr Glu Pro Pro This Gin Lys Pro Lys Ala lie Val Asn 
1 5 \ 10 15 



Ala Lys Ala Asp Val Val Asn Thr iAs Met Phe Glu Glu Leu Lys Ser 
20 25\ 30 



Arg Leu Asp Thr Leu Ala Gin Glu Val Ala Leu Leu Lys Glu Gin Gin 
35 40 \ 45 



Ala Leu Gin Thr Val Ser Leu Lys Gly SerXAsp Glu Pro Pro Gin Ser 
50 55 \ 60 



Pro Trp Asp Arg Val Lys Asp Leu Ala Thr Vau Tyr Val Asp Val Leu 
65 70 75 \ 80 



Lys Asp Ser Gly Arg Asp Tyr Val Ser Gin Phe GSLu Gly Ser Ala Leu 
85 90 \ 95 



Gly Lys Gin Leu Asn Leu Lys Leu Leu Asp Asn Trp Asp Ser Val Thr 
100 105 \ 110 



Ser Thr Phe Ser Lys Leu Arg Glu Gin Leu Gly Pro VaA Thr Gin Glu 
115 120 125> 



\ 



Phe Trp Asp Asm Leu Glu Lys Glu Thr Glu Gly Leu Arg Gin Glu Met 
130 \ 135 140 



Ser Lys Asp Leu \Glu Glu Val Lys Ala Lys Val Gin Pro Tyr Leu Asp 
145 \ 150 155 160 



Asp Phe Gin Lys LVs Trp Gin Glu Glu Met Glu Leu Tyr Arg Gin Lys 
135 170 175 



Val Glu Pro Leu Ard Ala Glu Leu Gin Glu Gly Ala Arg Gin Lys Leu 
180 \ 185 190 



His Glu Leu Gin Glu 
195 



Leu Ser Pro Leu Gly Glu Glu Met Arg Asp 
200 205 



Arg Ala Arg Ala His Val Asp Ala Leu Arg Thr His Leu Ala Pro Tyr 
210 2X5 220 



Ser Asp Glu Leu Arg Gin Arg Jueu Ala Ala Arg Leu Glu Ala Leu Lys 
225 230 \ 235 240 



Glu Asn Gly Gly Ala Arg Leu Ala >Glu Tyr His Ala Lys Ala ThT Glu 
245 \ 250 255 



His Leu Ser Thr Leu Ser Glu Lys Ala\ Lys Pro Ala Leu Glu Asp Leu 
260 265 \ 270 



Arg Gin Gly Leu Leu Pro Val Leu Glu 
275 280 



Phe Lys Val Ser Phe Leu 
285 



Ser Ala Leu Glu Glu Tyr Thr Lys Lys Leu Asji Thr Gin 
290 295 \ 300 



<210> 6 

<211> 304 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MIS COFEATURE 

<222> (1) . . (58) 

<223> Trimerisation module from tetranectin 



<220> 
<221> 
<222> 
<223> 



MISC_FEATURE 
(59) . . (61) 
Linker 



8 



<220>\ 

<221>\ MISC_FEATURE 
<222> \ (62) . . (304) 
<223> \ Mature Apo-AI 



<400> 



Ser Pro Gly Thr Glu Pro Pro Thr Gin Lys Pro Lys Lys lie Val Asn 
1 \ 5 10 15 



Ala Lys Lys \^sp Val Val Asn Thr Lys Met Phe Glu Glu Leu Lys Ser 

25 30 



Arg Leu Asp ThA Leu Ala Gin Glu Val Ala Leu Leu Lys Glu Gin Gin 
35 \ 40 45 



^: Ala Leu Gin Thr V^lL Ser Leu Lys Gly Ser Ser Gly His Asp Glu Pro 
50 \ 55 60 



Pro Gin Ser Pro Trp 
65 



Arg Val Lys Asp Leu Ala Thr Val Tyr Val 
75 80 



Asp Val Leu Lys Asp Ser GJy Arg Asp Tyr Val Ser Gin Phe Glu Gly 
85 \ 90 95 



Ser Ala Leu Gly Lys Gin Leu Asn Leu Lys Leu Leu Asp Asn Trp Asp 
100 \ 105 110 



Ser Val Thr Ser Thr Phe Ser Lys >Leu Arg Glu Gin Leu Gly Pro Val 
115 120 \ 125 



Thr Gin Glu Phe Trp Asp Asn Leu 
130 135 



Glu\Lys Glu Thr Glu Gly Leu Arg 
140 



Gin Glu Met Ser Lys Asp Leu Glu Glu 
145 150 



Val\Lys Ala Lys Val Gin Pro 
L55 160 



Tyr Leu Asp Asp Phe Gin Lys Lys Trp Gin Glu\ Glu Met Glu Leu Tyr 
165 170 \ 175 



Arg Gin Lys Val Glu Pro Leu Arg Ala Glu Leu 
180 185 



Gl\i Glu Gly Ala Arg 
190 



Gin Lys Leu His Glu Leu Gin Glu Lys Leu Ser Pro lieu Gly Glu Glu 
195 200 2&5 



Met Arg Asp Arg Ala Arg Ala His Val Asp Ala Leu Arg Thr His Leu 
210 \ 215 220 



Ala Pro Tyr \ Ser Asp Glu Leu Arg Gin Arg Leu Ala Ala Arg Leu Glu 
225 \ 230 235 240 



Ala Leu Lys GJ^u Asn Gly Gly Ala Arg Leu Ala Glu Tyr His Ala Lys 
245 250 255 



Ala Thr Glu His Leu Ser Thr Leu Ser Glu Lys Ala Lys Pro Ala Leu 
260 \ 265 270 



Glu Asp Leu Arg GlnXGly Leu Leu Pro Val Leu Glu Ser Phe Lys Val 
275 \ 280 285 



Ser Phe Leu Ser Ala LeuXGlu Glu Tyr Thr Lys Lys Leu Asn Thr Gin 
290 \>95 300 



<210> 7 

<211> 304 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (56) 

<223> Trimerisation module from ^tetranectin 



<220> 

<2 21> MIS COFEATURE 

<222> (57) . . (61) 

<223> Fibronectin based linker 



<220> 

<221> MIS C_FEATURE 

<222> (62) . . (304) 

<22 3> Mature Apo-AI 



<400> 7 



Ser Pro Gly Thr Glu Pro Pro Thr Gin Lys Pro 
15 10 



Lys lie Val Asn 
15 



Ala Lys Lys Asp Val Val Asn Thr Lys Met Phe Glu &Lu Leu Lys Ser 
20 25 \ 30 



Arg Leu Asp Thr Leu Ala Gin Glu Val Ala Leu Leu Lys ^3lu Gin Gin 
35 40 45 



10 



Ala Leu Gin Thr Val Ser Leu Lys Gly Thr Ser Gly Gin Asp Glu Pro 
50 \ 55 60 



Pro Gin Ser Pro T^p Asp Arg Val Lys Asp Leu Ala Thr Val Tyr Val 
65 \ 70 75 80 



Asp Val Leu Lys Asp\Ser Gly Arg Asp Tyr Val Ser Gin Phe Glu Gly 
85 \ 90 95 



Ser Ala Leu Gly Lys GUn Leu Asn Leu Lys Leu Leu Asp Asn Trp Asp 
100 \ 105 110 



Ser Val Thr Ser Thr Phe eer Lys Leu Arg Glu Gin Leu Gly Pro Val 
115 \ 120 125 



Thr Gin Glu Phe Trp Asp AsA Leu Glu Lys Glu Thr Glu Gly Leu Arg 



130 



1351 



140 



P Gin Glu Met Ser Lys Asp Leu 
Si 145 150 



Glu Val Lys Ala Lys"^Val Gin Pro 
155 160 



Tyr Leu Asp Asp Phe Gin Lys Lys 'Erp Gin Glu Glu Met Glu Leu Tyr 
165 \ 170 175 



Arg Gin Lys Val Glu Pro Leu Arg AlaXGlu Leu Gin Glu Gly Ala Arg 
180 185 \ 190 



Gin Lys Leu His Glu Leu Gin Glu Lys 
195 200 



Ser Pro Leu Gly Glu Glu 
205 



Met Arg Asp Arg Ala Arg Ala His Val Asp Ala Leu Arg Thr His Leu 
210 215 \ 220 



Ala Pro Tyr Ser Asp Glu Leu Arg Gin Arg Leu Ala. Ala Arg Leu Glu 
225 230 235 \ 240 



Ala Leu Lys Glu Asn Gly Gly Ala Arg Leu Ala Glu Yyr His Ala Lys 
245 250 \ 255 



Ala Thr Glu His Leu Ser Thr Leu Ser Glu Lys Ala Lys V^o Ala Leu 
260 265 \70 



Glu Asp Leu Arg Gin Gly Leu Leu Pro Val Leu Glu Ser Phe\Lys Val 
275 280 285 



11 



Ser Phe Leu Ser Ala Leu Glu Glu Tyr Thr Lys Lys Leu Asn Thr Gin 
290 \ 295 300 



<210> 8 

<211> 304 

<212> PRT 

<213> Homo sapienst 



<220> 
<221> 
<222> 
<223> 



MIS C_FE ATURE 
(1) . . (56) 

Trimerisation Vnodule from tetranectin 



<220> 
<221> 
<222> 
<223> 



MIS C_FE ATURE 
(57) . . (61) 
Fibronectin based \1 inker 



<220> 
<221> 
<222> 
<223> 



MIS COFEATURE 
(62) . . (304) 
Mature Apo-AI 



<220> 
<221> 
<222> 
<223> 



MUTAGEN 
(13) . . (13) 



<220> 
<221> 
<222> 
<223> 



MUTAGEN 
(19) . . (19) 



<400> 8 

Ser Pro Gly Thr Glu Pro Pro Thr Gin Lys pVo Lys Ala lie Val Asn 
1 5 10 \ 15 



Ala Lys Ala Asp Val Val Asn Thr Lys Met Phe GQu Glu Leu Lys Ser 
20 25 \ 30 



Arg Leu Asp Thr Leu Ala Gin Glu Val Ala Leu LeuXLys Glu Gin Gin 
35 40 V5 



Ala Leu Gin Thr Val Ser Leu Lys Gly Thr Ser Gly Gl\i Asp Glu Pro 
50 55 60 



Pro Gin Ser Pro Trp Asp Arg Val Lys Asp Leu Ala Thr ^Cal Tyr Val 



12 



* 



65 



70 



75 



80 



Asp Val Leu Lys Asp Ser 
85 



Arg Asp Tyr Val Ser Gin Phe Glu Gly 
90 95 



Ser Ala Leu Gly Lys Gin LeulAsn Leu Lys Leu Leu Asp Asn Trp Asp 
100 \ 105 110 



Ser Val Thr Ser Thr Phe Ser iys Leu Arg Glu Gin Leu Gly Pro Val 
115 VQ.0 125 



Thr Gin Glu Phe Trp Asp Asn 
130 135 



Glu Lys Glu Thr Glu Gly Leu Arg 
140 



Gin Glu Met Ser Lys Asp Leu Glu GG.U Val Lys Ala Lys Val Gin Pro 
145 150 \ 155 160 



\| Tyr Leu Asp Asp Phe Gin Lys Lys TrpXGln Glu Glu Met Glu Leu Tyr 
il 165 U70 175 



Arg Gin Lys Val Glu Pro Leu Arg Ala Glu Leu Gin Glu Gly Ala Arg 
180 185 \ 190 



Gin Lys Leu His Glu Leu Gin Glu Lys 
195 200 



Leu\Ser Pro Leu Gly Glu Glu 
205 



Met Arg Asp Arg Ala Arg Ala His Val Asp 
210 215 



AlV Leu Arg Thr His Leu 
220 



Ala Pro Tyr Ser Asp Glu Leu Arg Gin Arg Leu Ala Ala Arg Leu Glu 
225 230 235 \ 240 



Ala Leu Lys Glu Asn Gly Gly Ala Arg Leu Ala 
245 250 



Glu\Tyr His Ala Lys 
255 



Ala Thr Glu His Leu Ser Thr Leu Ser Glu Lys Ala L^ Pro Ala Leu 
260 265 \ 270 



Glu Asp Leu Arg Gin Gly Leu Leu Pro Val Leu Glu Ser ^he Lys Val 
275 280 285 



Ser Phe Leu Ser Ala Leu Glu Glu Tyr Thr Lys Lys Leu Asi\ Thr Gin 
290 295 300 



<210> 9 



13 



<211>\ 306 
<212> \pRT 
<213> Y*omo sapiens 



<220> 

<221> MlESC_FEATURE 

<222> (1) . . (58) 

<223> Trumerisation module from tetranectin 



<220> 

<2 21> MISC\_FEATURE 

<222> (59)t. (63) 

<223> Linke\ 



<220> 

<221> MISC_FEA>TURE 

<222> (64) . . (60£) 

<223> Mature Apar-AI 



Jf <400> 9 

N| ser Pro Gly Thr Glu Php Pro Thr Gin Lys Pro Lys Lys lie Val Asn 
M* 1 5 \ 10 15 

/ 

Ala Lys Lys Asp Val Val Asn Thr Lys Met Phe Glu Glu Leu Lys Ser 
r ? 20 \ 25 30 



Arg Leu Asp Thr Leu Ala Gin GSLu Val Ala Leu Leu Lys Glu Gin Gin 
35 4(A 45 



Ala Leu Gin Thr Val Ser Leu Lys Gdy Ser Lys Val His Met Lys Asp 
50 55 \ 60 



Glu Pro Pro Gin Ser Pro Trp Asp Arg \fal Lys Asp Leu Ala Thr Val 
65 70 \ 75 80 



Tyr Val Asp Val Leu Lys Asp Ser Gly Arg Vsp Tyr Val Ser Gin Phe 
85 90 \ 95 



Glu Gly Ser Ala Leu Gly Lys Gin Leu Asn Leu >Lys Leu Leu Asp Asn 
100 105 \ 110 



Trp Asp Ser Val Thr Ser Thr Phe Ser Lys Leu ArgAGlu Gin Leu Gly 
115 120 \25 



Pro Val Thr Gin Glu Phe Trp Asp Asn Leu Glu Lys Glu\Thr Glu Gly 
130 135 140 



14 



Leu Arg Gin Glu Met Ser Lys Asp Leu Glu Glu Val Lys Ala Lys Val 
145 \ 150 155 160 



Gin Pro Tyr hfu Asp Asp Phe Gin Lys Lys Trp Gin Glu Glu Met Glu 
165 170 175 



Leu Tyr Arg Girl Lys Val Glu Pro Leu Arg Ala Glu Leu Gin Glu Gly 
180\ 185 190 



Ala Arg Gin Lys Qeu His Glu Leu Gin Glu Lys Leu Ser Pro Leu Gly 
195 \ 200 205 



Glu Glu Met Arg AspXArg Ala Arg Ala His Val Asp Ala Leu Arg Thr 
210 \ 215 220 



His Leu Ala Pro Tyr SeV Asp Glu Leu Arg Gin Arg Leu Ala Ala Arg 
225 230v 235 240 



Leu Glu Ala Leu Lys Glu ifen Gly Gly Ala Arg Leu Ala Glu Tyr His 
245 \ 250 255 



Ala Lys Ala Thr Glu His LeuVSer Thr Leu Ser Glu Lys Ala Lys Pro 
260 \ 265 270 



Ala Leu Glu Asp Leu Arg Gin G]W Leu Leu Pro Val Leu Glu Ser Phe 
275 28k 285 



Lys Val Ser Phe Leu Ser Ala Leu Glu Glu Tyr Thr Lys Lys Leu Asn 
290 295 \ 300 



Thr Gin 
305 



<210> 10 

<211> 306 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> MISC_FEATURE 

<222> (1) . . (56) 

<223> Trimerisation module from tetranecti} 



<220> 

<221> MIS C_FEATURE 

<222> (57) . . (63) 

<223> Tetranectin based linker 



15 



<220> 

<221> M I £jC__FE ATURE 

<222> (641 . . (306) 

<223> Matiire Apo-AI 



<400> 10 



Ser Pro Gly Thr Glu Pro Pro Thr Gin Lys Pro Lys Lys lie Val Asn 
1 \ 5 10 15 



Ala Lys Lys Asp yal Val Asn Thr Lys Met Phe Glu Glu Leu Lys Ser 
20 \ 25 30 



Arg Leu Asp Thr Leu^Ala Gin Glu Val Ala Leu Leu Lys Glu Gin Gin 
35 \ 40 45 



Ala Leu Gin Thr Val Ser \eu Lys Gly Thr Lys Val His Met Lys Asp 
50 55L 60 



Glu Pro Pro Gin Ser Pro Trp Asp Arg Val Lys Asp Leu Ala Thr Val 
65 70 \ 75 80 



Tyr Val Asp Val Leu Lys Asp Ser 
85 



Arg Asp Tyr Val Ser Gin Phe 
90 95 



Glu Gly Ser Ala Leu Gly Lys Gin Leu Astl Leu Lys Leu Leu Asp Asn 
100 105 \ 110 



Trp Asp Ser Val Thr Ser Thr Phe Ser Lys 
115 120 



Arg Glu Gin Leu Gly 
125 



Pro Val Thr Gin Glu Phe Trp Asp Asn Leu Glu Ws Glu Thr Glu Gly 
130 135 JX 



Leu Arg Gin Glu Met Ser Lys Asp Leu Glu Glu Val\Lys Ala Lys Val 
145 150 155 \ 160 



Gin Pro Tyr Leu Asp Asp Phe Gin Lys Lys Trp Gin Glu\ Glu Met Glu 
165 170 \ 175 



Leu Tyr Arg Gin Lys Val Glu Pro Leu Arg Ala Glu Leu Gto Glu Gly 
180 185 191 



Ala Arg Gin Lys Leu His Glu Leu Gin Glu Lys Leu Ser Pro \jeu Gly 
195 200 205 



v 



Glu Glu Mat Arg Asp Arg Ala Arg Ala His Val Asp Ala Leu Arg Thr 
210 \ 215 220 



His Leu Alal Pro Tyr Ser Asp Glu Leu Arg Gin Arg Leu Ala Ala Arg 
225 \ 230 235 240 



Leu Glu Ala {jeu Lys Glu Asn Gly Gly Ala Arg Leu Ala Glu Tyr His 
245 250 255 



Ala Lys Ala Thr Glu His Leu Ser Thr Leu Ser Glu Lys Ala Lys Pro 
2^0 265 270 



Ala Leu Glu Asp \Le\i Arg Gin Gly Leu Leu Pro Val Leu Glu Ser Phe 
275 \ 280 285 



Lys Val Ser Phe Led Ser Ala Leu Glu Glu Tyr Thr Lys Lys Leu Asn 
290 \ 295 300 



Thr Gin 
305 



<210> 11 

<211> 306 

<212> PRT 

<213> Homo sapiens 



<220> 
<221> 
<222> 
<223> 



MIS C_FE ATURE 
(1) . - (56) 

Trimerisation module frot\ tetranectin 



<220> 
<221> 
<222> 
<223> 



MIS COFEATURE 
(57) . . (63) 

Tetranectin based linker 



<220> 

<221> MISC_FEATURE 

<222> (64) . . (306) 

<223> Mature Apo-AI 



<220> 

<221> MUTAGEN 
<222> (13) . . (13) 
<223> 



<220> 
<221> 



MUTAGEN 



<222> (\9) . . (19) 
<223> 



<400> 11 



Ser Pro Gly\ Thr Glu Pro Pro Thr Gin Lys Pro Lys Ala lie Val Asn 
1 \ 5 10 15 



Ala Lys Ala Asp Val Val Asn Thr Lys Met Phe Glu Glu Leu Lys Ser 
2(\ 25 30 



Arg Leu Asp Thr Y eu Aia Gln Glu Val Ala Leu Leu L Y S Glu Gln Gln 
35 \ 40 45 



Ala Leu Gin Thr Val Ser Leu Lys Gly Thr Lys Val His Met Lys Asp 
50 \ 55 60 



Glu Pro Pro Gin Ser Pro Trp Asp Arg Val Lys Asp Leu Ala Thr Val 
65 70V 75 80 



Tyr Val Asp Val Leu Lys 
85 



Ser Gly Arg Asp Tyr Val Ser Gin Phe 
90 95 



Glu Gly Ser Ala Leu Gly LysXGln Leu Asn Leu Lys Leu Leu Asp Asn 
100 \ 105 110 



Trp Asp Ser Val Thr Ser Thr Phi Ser Lys Leu Arg Glu Gin Leu Gly 
115 120\ 125 



Pro Val Thr Gin Glu Phe Trp Asp 
130 135 



Leu Glu Lys Glu Thr Glu Gly 
140 



Leu Arg Gin Glu Met Ser Lys Asp Leu Glu Glu Val Lys Ala Lys Val 
145 150 \ 155 160 



Gin Pro Tyr Leu Asp Asp Phe Gin Lys Lys \Trp Gin Glu Glu Met Glu 
165 170 \ 175 



Leu Tyr Arg Gin Lys Val Glu Pro Leu Arg Ala\Glu Leu Gin Glu Gly 
180 185 \ 190 



Ala Arg Gin Lys Leu His Glu Leu Gin Glu Lys 
195 200 



Ser Pro Leu Gly 
V205 



Glu Glu Met Arg Asp Arg Ala Arg Ala His Val Asp Al^ Leu Arg Thr 
210 215 220 
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His Leu Ala ffro Tyr Ser Asp Glu Leu Arg Gin Arg Leu Ala Ala Arg 
225 \ 230 235 240 



Leu Glu Ala LeV 



Lys Glu Asn Gly Gly Ala Arg Leu Ala Glu Tyr His 
245 250 255 



Ala Lys Ala Thr Y31u His Leu Ser Thr Leu Ser Glu Lys Ala Lys Pro 
260 \ 265 270 



Ala Leu Glu Asp Levk Arg Gin Gly Leu Leu Pro Val Leu Glu Ser Phe 
275 \ 280 285 



Lys Val Ser Phe Leu Se\r Ala Leu Glu Glu Tyr Thr Lys Lys Leu Asn 
290 \ 295 300 



yj Thr Gin 
50 305 



<210> 12 

<211> 51 

<212> PRT 

<213> Homo sapiens 

<300> 

<302> Trimerising module 
<309> 

<310> WO 98/56906 

<311> 1998-06-11 

<312> 1998-12-17 

<313> (1) . . (51) 

<400> 12 

Glu Pro Pro Thr Gin Lys Pro Lys Lys lie Val Asn Ala Lys Lys Asp 
1 5 10 \ 15 



Val Val Asn Thr Lys Met Phe Glu Glu Leu Lys\ Ser Arg Leu Asp Thr 
20 25 \ 30 



Leu Ala Gin Glu Val Ala Leu Leu Lys Glu Gin GlV Ala Leu Gin Thr 
35 40 \45 



Val Cys Leu 
50 



<210> 13 
<211> 58 
<212> PRT 
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<213> Htyno sapiens 
<220> 

<221> M I £iC_FE ATURE 

<222> (1)1 . (4) 

<223> Linker sequence 



<220> 

<22i> mi sc Feature 

<222> (5) . . he) 

<223> Modified TTSE 



<220> 

<221> MISC_FEATteE 

<222> (57) . , (58)\ 

<223> Linker 



<400> 13 

Ser Pro Gly Thr Glu Pro Pro Thr Gin Lys Pro Lys Lys lie Val Asn 
1 5 \ 10 15 



Ala Lys Lys Asp Val Val Asn Thr Lys Met Phe Glu Glu Leu Lys Ser 
20 \ 25 30 g 

Arg Leu Asp Thr Leu Ala Gln\Glu Val Ala Leu Leu Lys Glu Gin Gin 
35 Vo 45 



Ala Leu Gin Thr Val Ser Leu Ly§ Gly Ser 
50 55 



<210> 14 

<211> 329 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> MISC_FEATURE 

<222> (1) . . (86) 

<223> Hp (alpha) residues 



<220> 

<221> MISC_FEATURE 

<222> (87) . . (329) 

<223> Apo A-I 



<400> 14 



Gly Val Asp Ser Gly Asn Asp Val Thr Asp lie 
15 10 



Asp Asp Gly Cys 
15 



20 



Pro Lys Pro Pro Glu lie Ala His Gly Tyr Val Glu His Ser Val Arg 
20 25 30 



Tyr Gin Cys LVs Asn Tyr Tyr Lys Leu Arg Thr Glu Gly Asp Gly Val 
35 \ 40 45 



Tyr Thr Leu Asri Asn Glu Lys Gin Trp He Asn Lys Ala Val Gly Asp 
50 \ 55 60 



Lys Leu Pro Glu Cvs Glu Ala Val Ala Gly Lys Pro Lys Asn Pro Ala 
65 \ 70 75 80 



Asn Pro Val Gin Arg >Ser Asp Glu Pro Pro Gin Ser Pro Trp Asp Arg 
85 \ 90 95 



Val Lys Asp Leu Ala ThrVVal Tyr Val Asp Val Leu Lys Asp Ser Gly 
100 \ 105 110 



Arg Asp Tyr Val Ser Gin Phe* Glu Gly Ser Ala Leu Gly Lys Gin Leu 
115 \120 125 V- 



Asn Leu Lys Leu Leu Asp Asn 
130 135 



Asp Ser Val Thr Ser Thr Phe Ser 
140 



Lys Leu Arg Glu Gin Leu Gly Pro ^al Thr Gin Glu Phe Trp Asp Asn 
145 150 \ 155 160 



Leu Glu Lys Glu Thr Glu Gly Leu Arg\Gln Glu Met Ser Lys Asp Leu 
165 \70 175 



Glu Glu Val Lys Ala Lys Val Gin Pro 
180 185 



Leu Asp Asp Phe Gin Lys 
190 



Lys Trp Gin Glu Glu Met Glu Leu Tyr Arg Qln Lys Val Glu Pro Leu 
195 200 \ 205 



Arg Ala Glu Leu Gin Glu Gly Ala Arg Gin Lys\Leu His Glu Leu Gin 
210 215 \20 



Glu Lys Leu Ser Pro Leu Gly Glu Glu Met Arg Asft Arg Ala Arg Ala 
225 230 235 \ 240 



His Val Asp Ala Leu Arg Thr His Leu Ala Pro Tyr Ser Asp Glu Leu 
245 250 \ 255 
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